
 

 

 

 

What is being monitored and why is it being monitored? 

We are monitoring population sizes and genetic purity of westslope cutthroat trout in 16 tributary 

streams of the Swan River. A 2010 assessment of the Swan River drainage found that westslope 

cutthroat trout occupy only 20% of their historic range and existed in remnant populations in 

scattered tributary streams. The primary cause of decline was competitive pressure from, and 

hybridization with, nonnative trout. In order to prioritize restoration efforts, 22 tributary streams 

were identified that had at least 100 individuals with known or suspected genetic purity greater than 

95%. Baseline information was needed in order to verify current status, prioritize work, and monitor 

success of restoration efforts. 

How are we monitoring? 

We collected genetic material, after electrofishing, from cutthroat trout in 22 streams in 2011-2013. All 

fish were released alive near point of capture. Genetic samples were analyzed by the University of 

Montana’s Flathead Biological Station for genetic purity and diversity. 

Key Findings: (also see map below) 

 The abundance of cutthroat trout ranged from a low of 111 1+ year-old fish (Owl Creek) to 

over 5,500 1+ year-old fish (Kraft Creek).   

 Only 8 out of 22 populations were 100% pure.   

 Nonnative brook trout had successfully colonized four populations, apparently just within the 

past few years.   

 All but one population (Kraft Creek) had greater than 95% purity.  However, the number of 

individuals with nonnative alleles varied widely.  Some populations had very few hybrids 

while others contained many hybrids at low levels of hybridization.   

 One population (Herrick Run) had 10-fold lower diversity than other streams and appears to 

suffer from inbreeding depression. 

 One population (Lion Creek) had only a single individual captured and thus could not 

evaluate population or genetic characteristics. 

 Our findings suggest that 11 out of 22 populations have very high conservation value. These 

populations are genetically pure or have extremely low level of inbreeding and have not been 

compromised by brook trout.   

How will this information be used? 

The information is critical to the collaborative to determine management strategies and priorities. For 

example, the location of a planned fish barrier was changed since the population targeted for 

isolation had already been invaded by non-native fish. Also, the Herrick Run population is being 

bolstered with individuals from Danaher Creek (South Fork Flathead River population). This work 

will also allow us to determine how effective management actions are over time. 
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Next steps: The populations will continue to be monitored with repeat sampling scheduled every five 

years (i.e. in 2016 and 2021). 

Reports and Resources: 

 Baseline Cutthroat Genetics Report (2012): http://www.swcrown.org/wp-

content/uploads/2014/07/2011SwanGeneticReport.pdf  and Update:  

 Southwestern Crown Collaborative webpage: http://www.swcrown.org/  

 USFS Collaborative Forest Landscape Restoration Program: http://www.fs.fed.us/restoration/CFLRP/  

 

Contacts:  
Beth Gardner: Fisheries Biologist, Flathead National Forest, bgardner@fs.fed.us, (406) 837-7508. 

Cory Davis: SW Crown Monitoring Coordinator, Univ. of Montana, cory.davis@umontana.edu, (406) 257-3166. 
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